Structure description
Pyridinium derivatives have long been observed to exhibit antiseptic properties (Browning et al., 1923) . Pyridinium chromophore compounds are particularly important because of their activity against methicillin-resistant Staphylococcus aureus (MRSA),-which is a drug-resistant bacterium (Wainwright & Kristiansen, 2003; Chanawanno et al., 2010) . Pyridinium halide salts possess promising antimicrobial properties due to the reactive functional groups covalently bonded to the long hydrophobic chain (Fisicaro et al., 1990; Chanawanno et al., 2010) . Anions in pyridinium derivatives have been proven to control their antimicrobial activity and different anion kinds can exhibit different antimicrobial activities (Pernak et al., 2001) . The crystal structures of some closely related pyridinium iodide salts have been reported, viz. (E)-2-[4-(dimethylamino)styryl]-1-methylpyridinium triiodide (Fun et al., 2011) , 2-[(E)-4-(diethylamino)styryl]-1-methylpyridinium iodide (Kaewmanee et al., 2010) , (E)-1-methyl-2-styrylpyridinium iodide (Fun et al., 2009 ) and 2-[(E)-2-(4-chlorophenyl)ethenyl]-1-methylpyridinium iodide monohydrate (Chanawanno et al. 2008) .
The asymmetric unit of the title molecular salt, Fig. 1 , comprises a pyridinium cation and an I À anion. The bond lengths and angles for the cation are comparable with those of the closely related structures mentioned above. The cation exists in an E,E conformation
data reports with respect to the two C C double bonds, C6 C7 and C8 C9. It is roughly planar with the pyridinium ring (N1/C1-C5) being inclined to the benzene ring (C10-C15) by 10.8 (2) . In the crystal, the ions are linked by a C-HÁ Á ÁI hydrogen bond, and the cations are linked by C-HÁ Á Á interactions, forming zigzag chains propagating along the b-axis direction (Table 1 and Fig. 2 ).
Synthesis and crystallization
The title molecular salt was synthesized by the Knoevenagel condensation of 1,4-dimethyl pyridinium iodide (2.35 g, 10 mmol) in methanol (30 ml) and 4-N,N-dimethylamino cinnamaldehyde (1.75 g, 10 mmol) in the presence of piperidine (0.2 ml). The total mixture was taken in a round-bottom flask (1000 ml capacity) of a Dean-Stark apparatus. The mixture was refluxed for 12 h and then cooled to room temperature. The product was filtered and recrystallized three times from methanol solution yielding black block-like crystals (m.p. 539 K).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ) .
Cg is the centroid of the C10-C15 ring. 
Figure 2
A partial view along the c axis of the crystal packing of the title molecular salt. The C-HÁ Á ÁI hydrogen bond and the C-HÁ Á Á interactions are shown as dashed lines (see Table 1 ), and for clarity only H atoms H3 and H12 have been included. 
Figure 1
The molecular structure of the title molecular salt, with atom labelling. Displacement ellipsoids are drawn at the 30% probability level. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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